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LOCUS KY024581 282 bp DNA linear INV 03-APR-2017
DEFINITION Paramphistomum epiclitum internal transcribed spacer 2, partial
sequence.
ACCESSION KY024581
VERSION KY024581.1
KEYWORDS .
SOURCE Paramphistomum epiclitum
ORGANISM Paramphistomum epiclitum
Eukaryota; Metazoa; Platyhelminthes; Trematoda; Digenea;
Plagiorchiida; Pronocephalata; Paramphistomoidea; Paramphistomidae;
Paramphistomum.
REFERENCE 1 (bases 1 to 282)
AUTHORS Chamuah,J.K., Jacob,S.S. and Raina,0.K.
TITLE Direct Submission
JOURNAL  Submitted (21-0CT-2016) Veterinary Parasitology, ICAR- National
Research Centre on Mithun, Nagaland, Jharnapani, Medziphema,
Dimapur, Nagaland 797106, India
COMMENT ##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..282
/organism="Paramphistomum epiclitum"
/mol_type="genomic DNA"
/host="Bos frontalis (Mithun)"
/db_xref="taxon:54403"
/country="India"
misc_RNA <1..>282
/product="internal transcribed spacer 2"
ORIGIN
1 cttataaact atcacgacgc ccaaaaagtc gtggcttgga atctgccagc tggcegtgatt
61 tcctttgtgg tttgccacgt gaggtgccag atctatggecg ttttcctaat gtctccggac
121 acaactgcgt cttgctggta gcgcagacga gggtgtggcg gtagagtcgt ggctcagtga
181 actgtaatgg tagcacgctc tactgttgtg cctttgttag tgcagctggt ttgaaatgct
241 attgctgtct gtccaatgac gatcacctac tgtggtgttc ta
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https://www.ncbi.nlm.nih.gov/nuccore/KY 024581
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https://www.ncbi.nlm.nih.gov/nuccore/KY024581.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KY024581.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54403
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=54403
https://www.ncbi.nlm.nih.gov/nuccore/KY024581.1?from=1&to=282&sat=4&sat_key=191054351

