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Fasciola gigantica clone 2 5.8S ribosomal RNA gene, partial sequence; internal transcribed
spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
GenBank: KF667376.1
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LOCUS       KF667376                 550 bp    DNA     linear   INV 26-NOV-2013
DEFINITION  Fasciola gigantica clone 2 5.8S ribosomal RNA gene, partial
            sequence; internal transcribed spacer 2, complete sequence; and 28S
            ribosomal RNA gene, partial sequence.
ACCESSION   KF667376
VERSION     KF667376.1  GI:558708017
KEYWORDS    .
SOURCE      Fasciola gigantica
  ORGANISM  Fasciola gigantica
            Eukaryota; Metazoa; Platyhelminthes; Trematoda; Digenea;
            Echinostomida; Echinostomata; Echinostomatoidea; Fasciolidae;
            Fasciola.
REFERENCE   1  (bases 1 to 550)
  AUTHORS   Chamuah,J.K., Yadav,H.S., Jacob,S.S., Lalrinkima,H. and Raina,O.K.
  TITLE     Direct Submission
  JOURNAL   Submitted (13-SEP-2013) Division of Parasitology, Indian Veterinary
            Research Institute, Izatnagar, Bareilly, U.P 243122, India
COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     source          1..550
                     /organism="Fasciola gigantica"
                     /mol_type="genomic DNA"
                     /host="Bos frontalis (mithun)"
                     /db_xref="taxon:46835"
                     /clone="2"
                     /dev_stage="adult"
                     /country="India"
                     /PCR_primers="fwd_seq: ggtggatcactgggctcgtg, rev_seq:
                     acccgctgaatttaagcata"
     rRNA            <1..147
                     /product="5.8S ribosomal RNA"
     misc_RNA        148..508
                     /product="internal transcribed spacer 2"
     rRNA            509..>550
                     /product="28S ribosomal RNA"
ORIGIN      
        1 ggtggatcac tgggctcgtg tgtcgatgaa gagcgcagcc aactgtgtga attaatgcaa
       61 actgcatact gctttgaaca tcgacatctt gaacgcatat tgcggccatg ggttagcctg
      121 tggccacgcc tgtccgaggg tcggcttata aactatcacg acgcccaaaa agtcgtggct
      181 tgggttttgc cagctggcgt gatctcctct atgagtaatc atgtgaggtg ccagatctat
      241 ggcgtttccc taatgtatcc ggatgcaccc ttgtcttggc agaaagccgt ggtgaggtgc
      301 agtggcggaa tcgtggttta ataatcgggt tggtactcag ttgtcagtgt gttcggcgat
      361 cccctagtcg gcacacccat gatttctggg ataattccat accaggcacg ttccgttact
      421 gttactttgt cattggtttg atgctgaact tggtcatgtg tctgatgcta tttcatataa
      481 cgacggtacc cttcgtggtc tgtcttcctg acctcggttc agacgtgatt acccgctgaa
      541 tttaagcata

//

Display Settings: GenBank

Nucleotide

http://www.ncbi.nlm.nih.gov/nuccore/558708017?report=fasta
http://www.ncbi.nlm.nih.gov/nuccore/558708017?report=graph
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=46835
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=46835
http://www.ncbi.nlm.nih.gov/nuccore/558708017?from=1&to=147&sat=4&sat_key=102803999
http://www.ncbi.nlm.nih.gov/nuccore/558708017?from=148&to=508&sat=4&sat_key=102803999
http://www.ncbi.nlm.nih.gov/nuccore/558708017?from=509&to=550&sat=4&sat_key=102803999

