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LOCUS       KT936153                 535 bp    DNA     linear   INV 18-JAN-2016 
DEFINITION  Fasciola gigantica isolate 4 NADH dehydrogenase subunit 1 (nad1) 
           gene, partial cds; mitochondrial. 
ACCESSION   KT936153 
VERSION     KT936153.1 
KEYWORDS    . 
SOURCE      mitochondrion Fasciola gigantica 
 ORGANISM  Fasciola gigantica 
           Eukaryota; Metazoa; Platyhelminthes; Trematoda; Digenea; 
           Plagiorchiida; Echinostomata; Echinostomatoidea; Fasciolidae; 
           Fasciola. 
REFERENCE   1  (bases 1 to 535) 
 AUTHORS   Chamuah,J.K., Singh,M.N., Lalrinkima,H., Yadav,H.S., Arun,A., 
           Tigga,M.N., Rialch,A. and Raina,O.K. 
 TITLE     Direct Submission 
 JOURNAL   Submitted (20-OCT-2015) Division of Parasitology, Indian Veterinary 
           Research Institute, Izatnagar, Bareilly, U.P. 243122, India 
COMMENT     ##Assembly-Data-START## 
           Sequencing Technology :: Sanger dideoxy sequencing 
           ##Assembly-Data-END## 
FEATURES             Location/Qualifiers 
    source          1..535 
                    /organism="Fasciola gigantica" 
                    /organelle="mitochondrion" 
                    /mol_type="genomic DNA" 
                    /isolate="4" 
                    /host="'Bos frontalis (Mithun)" 
                    /db_xref="taxon:46835" 
                    /dev_stage="adult" 
                    /country="India" 
    gene            <1..>535 
                    /gene="nad1" 
    CDS             <1..>535 
                    /gene="nad1" 
                    /codon_start=3 
                    /transl_table=9 
                    /product="NADH dehydrogenase subunit 1" 
                    /protein_id="ALX71949.1" 
                    /translation="FLNFLYLGFSSFFAFVIIMVFVAFFILGERKVLGYMQIRKGPNK 
                    VGLWGLLQSFADLMKLVIKFKFVFFQNRSWLSWWGVYLLVLLACGYCLLFFLSFGGVS 
                    SVNFMLWFLVVTSMTGYSLLSVGWGCYNKFALVSCVRSAFGSVSFEACFMCIVVLVAL 
                    VWGSYGVFSLFSGFGGM" 
ORIGIN       
       1 tgtttttgaa atttctttat ttggggttta ggaggttttt tgcttttgtt attattatgg 
      61 tttttgttgc tttttttata cttggtgaac gtaaggtgtt gggttatatg caaattcgta 
     121 agggtcctaa taaggttggt ttgtggggtc tgttgcagag gtttgctgat ttgatgaagt 
     181 tggttataaa gtttaagttt gtgttttttc agaatcgtag ttggttgtct tggtgagggg 
     241 tttatttgtt ggttttgttg gcttgtggtt attgtttgtt gttttttctt aggtttgggg 
     301 gtgttagtag tgttaaattt atgttgtggt ttttggttgt tacgagtatg actggttata 
     361 gtctgttgag tgttggttgg ggttgttata ataagtttgc tttggtgagt tgtgttcgtt 
     421 ctgcttttgg gtcggttagt tttgaggctt gttttatgtg tattgtcgtt ttagttgctt 
     481 tggtttgggg gagttatggt gtttttaggt tatttagggg gtttggtggt atgtg 
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