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International cooperation of 10 countries for rice genome sequencing
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NRCPB participated the International Rice Genome Sequencing Project and

sequenced the long arm of rice chromosome 11 in the genetic interval of $3.9 to
83.9 cM.

The total size of rice genome is 389 million base pairs, with 37,544 protein coding
genes.

A total of 57 BAC, one PAC and two Fosmid clones were sequenced at NRCPB
generating 8176601 bp of high quality sequence data.

A comparison of the rice and wheat genomes revealed a common origin of the
12 rice chromosomes and 7 wheat chromosome groups.
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Pigeonpea Genome
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Density of genes and TE repeats in the 347 anchored scaffolds on the 11 chromosome of pigeonpea
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Circular map of syntenic relationship between 11 pairs of
pigeonpea and 20 pairs of soybean chromosomes based on
512 single copy genes
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This is the first plant genome sequence completed entirely through a network of Indian institutions led by the Indian Council of Agricultural
Research. It provides a valuable resource for the pigeonpea variety improvement.

Pigeonpea (Cajanus cajan) is an important grain legume of the Indian subcontinent, South-East Asia and East Africa. More than 85 % of the

world pigeonpea is produced and consumed in India where it is a key crop for food and nutritional security of the people. The estimated size
of pigeonpea genome packed in 11 chromosomes is 858 Mbp.

Genome sequencing of popular pigeonpea variety “Asha” was accomplished through NGS technology. The large sequence contigs,

representing about 60% of the pigeonpea genome were used for generating large genomic resources including, SSR and SNP markers,
transcriptome profile and high density genetic map.
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The size of tomato genome is about 950 million base pairs, but Moo "'t" ﬁ:p

only 20 percent of this is gene-rich estimated to have more than — 1080
40,000 protein coding genes. Mbp RIS eurer = aRatsrEn

International cooperation of 11 countries for tomato genome sequencing
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NRCPB was also a partner in tomato genome sequencing I
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consortium comprising of 10 countries and has sequenced the

long arm of chromosome 5. 76.4
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