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LOCUS MF593887 857 bp DNA linear PLN ©1-SEP-2018

DEFINITION UNVERIFIED: Nicotiana clevelandii YCF1 gene, partial sequence;
chloroplast.

ACCESSION MF593887

VERSION MF593887.1

KEYWORDS UNVERIFIED.

SOURCE chloroplast Nicotiana clevelandii

ORGANISM Nicotiana clevelandii
Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliophyta; eudicotyledons; Gunneridae;
Pentapetalae; asterids; lamiids; Solanales; Solanaceae;
Nicotianoideae; Nicotianeae; Nicotiana.
REFERENCE 1 (bases 1 to 857)
AUTHORS Prabhakara Rao,K.P., Sarala,K., Saroja,T. and Murthy,T.
TITLE Nicotiana species
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 857)
AUTHORS Prabhakara Rao,K.P., Sarala,K., Saroja,T. and Murthy,T.
TITLE Direct Submission
JOURNAL  Submitted (©2-AUG-2017) Biotechnology, Division of Crop
Improvement, Central Tobacco Research Institute, Bhaskara Nagar,
Rajahmundry, Andhra Pradesh 533105, India
COMMENT GenBank staff is unable to verify sequence and/or annotation
provided by the submitter.

#i#Assembly-Data-STARTH##

Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..857

/organism="Nicotiana clevelandii”
/organelle="plastid:chloroplast”
/mol_type="genomic DNA"
/db_xref="taxon:81866"
/country="India"

gene <1..>857
/gene="YCF1"
ORIGIN
1 cttcttatgt ttgatcttga tctgeggtat cagtatcttt ggtatcggga tcgttattct

61 ggttgttggc agtaaaaatc actaccacgt ttggcttttc ttgaacgaat ttgatgatcc
121 agtggtacgc cctcttgata gtcgcccgat tgttgttcta attcggtaat taatttatgt
181 gaccagcgag gtattttttt actgattttc ttttattcca atcgattttg tttcagatgt
241 tgtcccatta ggatcaattg cattgaatac aaattttaca aatttagttc ttttttctga
301 attcactctt ccctgttctt ggtctgaaaa taaagaaagg tctttcaaat tgaaactcga
361 ttttggttcg ttaccaaatt cattcattaa agttaagaac tcgtcaattt gtgttgataa
421 tggtttttta tcaaccgtat ccactttttg ttcaaattct tggtaatcag tattcggaag
481 aaagatagta tgaattcgat ttattctaac tctctctttc aaattttcta gcgaagtatt
541 gtttatgatt gaaggtgaaa actgtttttt gattgttcct cgatatgatc catttaacaa
601 aggatcatac attttacgca cgtattcttt tttagtatca tcattacaca atctagtcct
661 tgtttcgagt atatcgagag aaaaagattt cttgtctaga acttcaagtc gatttaaaaa
721 ttccttattc agattcttac ttttttcttt gttggtagaa atccactgat tgtccagttc
781 attagggagc cttttttggg atgacaaagg gtgtctcctt ctttttatca tttccaagag
841 gttgataact ctggtgg
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