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The Nucleotide database will include EST and GSS sequences in early 2019. Read more.

Nicotiana debneyi tRNA-His (trnH-GUG) gene, partial sequence; psbA-trnH intergenic spacer,
complete sequence; and photosystem II protein D1 (psbA) gene, partial cds; chloroplast
GenBank: MK043952.1
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LOCUS       MK043952                 426 bp    DNA     linear   PLN 28-APR-2019 
DEFINITION  Nicotiana debneyi tRNA-His (trnH-GUG) gene, partial sequence; 
            psbA-trnH intergenic spacer, complete sequence; and photosystem II 
            protein D1 (psbA) gene, partial cds; chloroplast. 
ACCESSION   MK043952 
VERSION     MK043952.1 
KEYWORDS    . 
SOURCE      chloroplast Nicotiana debneyi (Debney's tobacco) 
  ORGANISM  Nicotiana debneyi 
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 
            Spermatophyta; Magnoliophyta; eudicotyledons; Gunneridae; 
            Pentapetalae; asterids; lamiids; Solanales; Solanaceae; 
            Nicotianoideae; Nicotianeae; Nicotiana. 
REFERENCE   1  (bases 1 to 426) 
  AUTHORS   Prabhakar Rao,K., Sarala,K., Saroja,T. and Damodar Reddy,D. 
  TITLE     trnH-psbA - intergenic spacer region of Nicotiana debneyii 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 426) 
  AUTHORS   Prabhakar Rao,K., Sarala,K., Saroja,T. and Damodar Reddy,D. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (11-OCT-2018) Biotechnology, division of crop 
            improvement, ICAR-Central Tobacco Research Institute, Bhaskara 
            nagar, Rajahmundry, Andhra Pradesh 533105, India 
COMMENT     ##Assembly-Data-START## 
            Sequencing Technology :: Sanger dideoxy sequencing 
            ##Assembly-Data-END## 
FEATURES             Location/Qualifiers 
     source          1..426 
                     /organism="Nicotiana debneyi" 
                     /organelle="plastid:chloroplast" 
                     /mol_type="genomic DNA" 
                     /db_xref="taxon:4089" 
                     /note="genotype: Nicotiana debneyi" 
     gene            complement(<1..21) 
                     /gene="trnH-GUG" 
     tRNA            complement(<1..21) 
                     /gene="trnH-GUG" 
                     /product="tRNA-His" 
     misc_feature    complement(22..407) 
                     /note="psbA-trnH intergenic spacer" 
     gene            complement(408..>426) 
                     /gene="psbA" 
     CDS             complement(408..>426) 
                     /gene="psbA" 
                     /codon_start=2 
                     /transl_table=11 
                     /product="photosystem II protein D1" 
                     /protein_id="QCE30457.1" 
                     /translation="PFTNG" 
ORIGIN       
        1 atccacttgg ctacatccgc cccctcgcct acttacattc cgtttttacc ttatttaaat 
       61 tagaaaacaa aagattcaag ttcgaatatt gcttttcttt tttatttcag tgatattatt 
      121 atttcaaaga taagaatatg aagtcaaaat tttatttttt ttttttcaaa aaaaaaataa 
      181 aaataaaaaa ctcaatcagg aaaaaaggca aaaaaataac ctctccttct ttttctataa 
      241 ggtaaacatt ctttttctat aaggtaaaca aaaaagtcta tgtaagtaaa atactaggaa 
      301 ataaataaaa agaaaaaaag aaaggagcaa tagcaccctc ttgataaaac aaaaaaatga 
      361 ttattgctcc tttcttttca aaacctccaa taaacaaggc ggggatctta tccatttgta 
      421 aaggga 
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