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Fig. 6.1: Structural design of salinity screening facility and sectional view of salinity tank



Plate 6.1: Simulation tanks covered by
polycarbonate sheet

Plate 6.2: Screening breeding lines (above)
and mapping population (below) for salinity
tolerance at simulation tank at seedling stage





Plate 6.3: Steps followed for evaluation of germplasm and mapping population for salt
tolerance at seedling stage





Fig. 6.2: Normalized values (salinity/control)
of chlorophyll fluorescence parameters Fv/
Fm and PI

ABS
 in 1st fully expanded leaf from

top on different days after salinity (12 dSm–1)
treatment; Data for IR29 are not available on

day 10 of salinity treatment due to the
complete mortality. Values are mean of wet
and dry seasons. Bar represents S.E.; L.S.D.



Plate 6.4: a. Phenotyping of introgression lines tolerant to salinity (EC= 12 dS m-1) at seedling
stage at salinity mocro-plot, b. Graphical genotyping of Saltol region of chromosome 1 in those

Saltol introgression lines

Fig. 6.3: SSR polymorphism using 
markers, a. RM10694, b. RM8094 in parents

and salt-tolerant introgression lines from
IR64/FL478 cross



Plate 6.5: Stepwise layout for salt tolerance in rice screened at flowering stage



Fig. 6.4: Temporal changes of EC
w
 in experimental system during 2014



Plate 6.6: Tolerant (AC41585) and
susceptible (Naveen) lines for salt tolerance

at flowering stage. Symptoms of susceptibility
are Leaf rolling, spikelet sterility and

degeneration, reduced panicle length and
plant yield



Fig. 6.5: Scheme for marker assisted backcross breeding for salt
tolerance in rice

Fig. 6.6: Schematic diagram of bulk-pedigree method of breeding



Fig. 6.7: Schematic diagram of backcross method of
breeding in rice improvement for salinity stress tolerance.




