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spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
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LOCUS KM281535 516 bp DNA linear INV 11-NOV-2014

DEFINITION Homalogaster paloniae 5.8S ribosomal RNA gene, partial sequence;
internal transcribed spacer 2, complete sequence; and 28S ribosomal
RNA gene, partial sequence.

ACCESSION KM281535

VERSION KM281535.1
KEYWORDS .
SOURCE Homalogaster paloniae

ORGANISM Homalogaster paloniae
Eukaryota; Metazoa; Platyhelminthes; Trematoda; Digenea;
Gastrodiscidae; Homalogaster.

REFERENCE 1 (bases 1 to 516)

AUTHORS Chamuah,J.K., Sakhrie,A., Jacob,S.S., Chandra,S., Bhattacharya,D.,
Chigure,G.M. and Raina,0.K.

TITLE Direct Submission

JOURNAL  Submitted (©8-AUG-2014) Veterinary Parasitology, National Research
Centre on Mithun (ICAR), Jharnapani, Medziphema, Nagaland 797106,

India
COMMENT #i#tAssembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..516

/organism="Homalogaster paloniae"
/mol_type="genomic DNA"
/host="buffalo"
/db_xref="taxon:123221"
/dev_stage="adult"
/country="India"
misc_RNA <1..>516
/note="contains 5.8S ribosomal RNA, internal transcribed
spacer 2, and 28S ribosomal RNA"
ORIGIN
1 ggtaccggtg gatcactcgg ctcgtgtgtc gatgaagagc gcagccaact gtgtgaatta
61 atgtgaactg catactgctt tgaacatcga catcttgaac gcatattgcg gccacgggtt
121 ttcctgtgge cacgcctgtc cgagggtcgg cttataaact atcacgacgc ccaaaaagtc
181 gtggcttgga atctgccage tggegtgatt tcctctgtgg ttcgccacgt gaggtgccag
241 atctatggcg ttttcctaat gtctccggac acaaccgcgt cttgctggta gecgcagacga
301 gggtgtggeg gtagagtcgt ggctcagtga aatgtatgtg gtagcacgct ctgectgttgt
361 gcctttgtta gtgtaactgg tttgagatgec tattgccgtc cgccaaatta tgatcaccca
421 ctgtggtgtt catttacctg acctcggatc agacgtgaat acccgctgaa cttaagcata
481 tcactaagcg gaggaaaaga aactaaccag gatccc
//
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