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LOCUS       KJ780079                 462 bp    DNA     linear   INV 28‐JUL‐2014
DEFINITION  Setaria digitata isolate Nagaland 12S ribosomal RNA gene, partial
            sequence; mitochondrial.
ACCESSION   KJ780079
VERSION     KJ780079.1  GI:667630683
KEYWORDS    .
SOURCE      mitochondrion Setaria digitata
  ORGANISM  Setaria digitata
            Eukaryota; Metazoa; Ecdysozoa; Nematoda; Chromadorea; Spirurida;
            Filarioidea; Setariidae; Setaria.
REFERENCE   1  (bases 1 to 462)
  AUTHORS   Chamuah,J., Sakhrie,A., Chigure,G.M., Perumal,P., Jacob,S.S.,
            Raina,O.K. and Rajkhowa,C.
  TITLE     Direct Submission
  JOURNAL   Submitted (29‐APR‐2014) Veterinary Parasitology, National research
            Centre on Mithun (ICAR), Jharnapani, Medziphema, Nagaland 797106,
            India
COMMENT     ##Assembly‐Data‐START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly‐Data‐END##
FEATURES             Location/Qualifiers
     source          1..462
                     /organism="Setaria digitata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="Nagaland"
                     /host="Bos frontalis (Mithun)"
                     /db_xref="taxon:48799"
                     /country="India"
     rRNA            <1..>462
                     /product="12S ribosomal RNA"
ORIGIN      
        1 gttgtggtgc tttttttttg ttgtattttt tatttcattt tttgtaaaat attttggttt
       61 tttttttttt gaaaaagtgc ttaaaatttg gtttttgaac tggattaata cccaggtaaa
      121 caaaatttat taattcggga gtaaagtttt ttttaaaccg aaaaaatatt gactgacttc
      181 ggatttttct ttggaacatg tgttttttgg aaagtcctcc cttgttgctg gttttgttgg
      241 ctcatgtatg attgtttacc ttttattttt tttgtaaggc tattttttgt ttttatttaa
      301 aacaaaaata tatttggttt atgaatcagt tatcaggggt tactattatt aatttttttc
      361 ggatttaatt tttatttttt tttgaagttg gaaaaaaaag taattttttt tttatgtatt
      421 aaggaattta aaaaacggag gggtacaaac caccccgtca at
//
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http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=48799
http://www.ncbi.nlm.nih.gov/nuccore/667630683?from=1&to=462&sat=4&sat_key=116938864
http://www.ncbi.nlm.nih.gov/nuccore/667630683?report=fasta
http://www.ncbi.nlm.nih.gov/nuccore/667630683?report=graph
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=48799

