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The groundnut cultivar T M V 2, a mass selection f rom

Gudhiatham bunch, was released in 1940 for cult ivation

in Tami l Nadu, India. Its short duration, high-yield

potential, and wider adaptability made the cultivar

popular and it is extensively cultivated in the southern

states of India. Dur ing the last f i ve decades it has

undergone cycles of regeneration and there is a possibil

ity of heterogeneity in its genetic composition (Annual

Kharif Oilseeds Workshop 1986). The present study

was carried out to f ind whether any variabil i ty for highly

heritable qualitative traits had been acquired. To supple

ment the assessment of morphological characters, seed

storage protein prof i l ing of seeds was also studied as it is

a useful technique for ascertaining the genetic homoge

neity at molecular level (Ladiz insky and H y m o w i t z

1979).

Nineteen seed samples of cv T M V 2 were collected

from groundnut growing tracts of Karnataka (NRCGs

7704, 7706, 7703, 7702, 7701, 7742, 7743, 7745, and

Table 1. Distribution of 23 accessions for 12 descriptors and their descriptor states.

Number of

Descriptor Descriptor state accessions List of accessions

Branching pattern sequential

irregular

21

2

3578 ,6293 ,7047 ,7701 ,

7707, 7708, 7709, 7710,

7737, 7739, 7742, 7743,

4262, 7703

, 7702,

7711,

7745,

7704, 7706,

7731,7734,

7747, 7768

Stem hairiness sparse

profuse

22

1

3578, 4262, 6293, 7047,

7704, 7706, 7707, 7708,

7734, 7737, 7739, 7742,

7768

7731

7701,

7709,

7743,

7702, 7703,

7710 ,7711 ,

7745, 7747,

Stem pigmentation present 23 A l l

Leaf color l ight green 23 A l l

Leaflet hairiness

a) upper surface sparse and long 16 3578 ,4262 ,7047 ,7701 ,

7706 ,7708 ,7711 ,7737 ,

7745, 7768

7702,

7739,

7703, 7704,

7742, 7743,

profuse and long 7 6293,7707 ,7709 ,7710 , 7731, 7734, 7747

b) lower surface sparse and long 16 3578 ,4262 ,7047 ,7701 ,

7706,7708,7711,7737,

7745, 7768

7702,

7739,

7703, 7704,

7742, 7743,

profuse and long 7 6293,7707 ,7709 ,7710 , 7731, 7734, 7747

Standard petal color yellow 23 A l l

Peg color present 23 A l l

Nature of pegs mult ip le 23 A l l

Pod beak none 23 A l l

Pod reticulation moderate 23 A l l

Pod constriction slight 23 A l l

Testa color rose 23 A l l

I A N 18, 1998 9 



Figure 1. Eleetrophoretic patterns of buffer-soluble storage proteins of seeds of TMV 2 accessions.

S.Mol.wt. (kDa) markers; C-TMV 2 breeder seed sample; 1-6293; 2-7707; 3-7704; 4-7706; 5-7703; 6-7702; 7-7701; 8-7709; 9-7710;

10-7711; 11-7708; 12-7731; 13-7742; 14-7737; 15-7734; 16-7743; 17-7739; 18-7745; 19-7747; 20-7768; 21-3578; 22-4262; 23-7047.
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7747), Andhra Pradesh (NRCGs 7707, 7709, 7710,

7711, 7708, and 7768), Tami l Nadu (NRCGs 7737,

7734, and 7739), and Kerala (NRCG 7731) of peninsular

India, and four accessions of unknown area of cult iva

tion (NRCGs 6293, 3578, 4262, and 7047). They were

sown in an augmented block design during the rainy

season 1994 and 1995, at the National Research Centre

for Groundnut, Junagadh. The collection was scored for

branching pattern, stem hairiness, stem pigmentation,

leaf color, peg color, standard petal color, leaf hairiness,

nature of pegs, pod reticulation, constriction, beak and

testa color, fo l lowing the Groundnut Descriptor List

( IBPGR and ICRISAT 1992). The seed storage protein

bands were resolved on SDS-PAGE. The protein was

extracted f rom defatted groundnut cake in 0.05 M Tris-

HC1 buffer at pH 6.8 and was estimated using the

Bradford method (1976). Equal amounts of protein (100

ug/wel l) were separated in 15% (T) polyacrylamide gel

along wi th breeder seed and molecular weight markers

as references. Electrophoresis was done at a constant

current of 40mA and the gel was double stained with

coomassie blue and silver stain.

The accessions showed similar descriptor states for a 

majority of the traits except for branching pattern, stem

hairiness, and leaflet hairiness. The variation for

branching pattern was l imited to two accessions and for

stem hairiness to one. Of the 23 accessions, 16 showed

sparse long hairs on the upper surface and sparse short

hairs on the lower surface of the leaflet. The remaining

accessions had profuse long hairs on the upper surface

and profuse short hairs on the lower surface. The seven

variants for leaf hairiness included at least one accession

from each of the states. The number of accessions with

various descriptor states is given in Table 1.

The maximum resolution for seed protein profiles of

the cultivars so far reported was 19 bands with molecular

weights ranging f rom 18 to 66 kDa (Singh et al. 1994)

but in the present study a better resolution of 24 bands

(Fig. 1) was achieved. However, the banding pattern did

not show any prominent variat ion among accessions

despite the better resolution obtained. The number of

bands in different molecular weight ranges were three

bands lower than 18.55 kDa, f ive bands in the range

18.55-27.5 kDa, three in the range 27.5-32.5 kDa, six

in the range 32.5-49.5 kDa, three in the range 49.5-80

kDa, and four between 80-106 kDa.

The study indicated uniformity for most of the traits

including the electrophoretic pattern of storage proteins

of seeds. From the results it appeared that the T M V 2 

col lected f rom di f ferent parts of south India had

maintained homogeneity.
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E M B R A P A Releases B R S 151 Amcndoim

L 7, A Large-Seeded Groundnut Cu l t ivar

for the Northeast Region in Braz i l

R C dos Santos (Leader of Groundnut Project,

EMBRAPA, Agodao, CP 174, Campina Grande, PB,

Brazil, CEP 58.107-720)

The Northeast region in Brazi l occupies 18% of the area

of the country, supports one-third of the population, and

includes diverse agroecological, social, and economic

situations. Its largest part has a semi-arid climate wi th

the annual rainfall varying from 260 mm to 800 mm.

Irregular rainy seasons, acid soils with low fert i l i ty, and

midseason droughts commonly occur in this region.

Groundnut in the Northeast region occupies about

17% of the natural groundnut area and is grown by

small-scale farmers. Valencia types are the main variet-

ies accepted by the farmers. Many of them (80%) grow

only cultivars wi th red testa color. The average pod yield

is about 1.00 t ha
-1

. Over the last f ive years, the area and

production have shown an increasing trend reaching

7000 ha and 7500 t, respectively, in 1997. There is an

increasing demand for shelled groundnut for natural
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